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(Kyoto Encyclopedia of Genes and Genomes) 7
By ey TR, RERRV ST AERERLEED
AWy AT LAORBEFHER RIS ES12L
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2= 2 L L 72 & O A KEGG PATHWAY &
MODULE T 0, 7/ 4 L BEFOBEE L
W=t DA KEGG GENES TH 3 (H1). X6
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KEGG MEDICUS
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KEGG MEDICUS T3, %&, M, B
Bu&ar s sWEHReEEE UERy 27 L1
WELTHA LY Y — 2% L, KEGG TR
kA HIRUEL T & E@REREFOMGE D
LIS o THRA LR TEB L HICLT
W5, Z0LS3 57— ax- 2L, BEFOH —
7y b PHIRRIER TR & I HTEET, BEIZW
KOorO#ELHZ HAIXO), KEDF -4
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WTBEDTHS. #—5y FPRIZDODBTIEY
T TR—ZATHRATEZL DL, EHEOLDS
N — 7 T3 DINIES (Drug - target Interaction
Network Inference Engine based on Supervised
analysis, http://www.genome.jp/tools/dinies/)
PR LTARL T3,
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LTAETTEL, ATy Y —2E LTEIE
FAWRETH 5. KEGG T BHEFEWHRO Y = Thi %
B L TR LT3 (http://www.kegg.ip/
kegg/medicus/medicus2_ja.html). EH&FIZEIL
TIEEARTIZ & 52 HEMMBORKLEETH S
2, HFFICET S EFHESR T -4 X-2
BBELS>THBZZENTENEY 75 —HFHIZ

g% 5. KEGGMEDICUSIZZD kI %)Y —2Z
EL TR —F—IoDT7 o EAEMEI TS,

#

KEGG 7u¥ x4 b -4 —DEABEFELIILD,
KEGG ¥ — 4 R— XA DOHBEIZHE L TE B X ALK
WL ET. KEGG 7¥— & N — 2 3 &b K2 L2022 pr
DA——AYv 12— AFL%FHL TR, +—
V2 XN THET.
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