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We have applied the recombinant DNA technique to brain research.

These studies

contain 1) gene analysis of neurological diseases, 2) gene expression in the cells of the

central nervous system, and 3) analysis of genes for proteins concerning the nerve function.
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In this report we describe an example of the third type from the above-mentioned studies.

We carried out cDNA cloning for cholecystokinin (CCK), genomic DNA cloning and analysis

of the structure of CCK genes.
CCK mRNA using CCK ¢DNA as a probe.

Further we show the developmental and regional changes of

Key words: recombinant DNA, brain
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