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PIH1D1

Monad
X1 R2TP AR (5IFHSCHR 17 2 20%)

Tahl, tetratricopeptide repeat containing protein associated
with HSP90 1; Pihl, protein interacting with HSP90 1;
RPAP3, RNA polymerase II-associated protein 3; PIH1DI,
PIHI1 domain containing proteinl
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Apoptotic protease activation factor-1 (Apaf-1), dATP,
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