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Abstract

Dr. Olga Khokhlova from Krasnoyarsk ( Russia) took part in the young doctor program,
a new Japan- Russia exchange program started in 2008, and studied methicillin - resistant
Staphylococcus aureus (MRSA), in collaboration with young scientists from National Taiwan
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University and Niigata University. The Hungarian MRSA clone (and related clones) is a major

pandemic clone spreading worldwide including Europe, South America, Africa, Asia, and Russia.

In this study, we developed the multiplex PCR targeting the combination of the five genes (nuc,

mecA, sea, seq, cna), which were present only in the Hungarian clone, and unambiguously distin-
guished the Hungarian clone from other pandemic MRSA clones, such as the New York/Japan

clone.
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KETEEAET FYIRFIZLD 5 25200 Vi
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MRSAG# @ 7 F v EkEH (MSSA) (<
SCCmec BIEZREE A N THBET S, 20
MRSA AR IZ AT L =2 O BERNTHIC
95 MRSAT & 5. & & it W7 4 MRSA
( pandemic MRSA) 2 7% @ — » T, New
York/Japan (ST5/SCCmec II), Pediatric (ST5/
SCCmec V), Berlin (ST45/SCCmec IV), Iberian

(ST247/SCCmeclA), Hungarian (ST239/SCCmec
), EMRSA-15 (ST22/SCCmec V), EMRSA -
16 (ST36/SCCmecll) TH 5 2. ZMD 55 New
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278, MARETHITL TS 2 —-rTh5.
ATk, BBELOI YT THITLTWS
Hungarian clone ¢ multiplex PCR # % 72 i1
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BELO Y TOAREE? L THEEh
Hungarian clone % fiit 7z, xflde LT, B&LH
PE O ABEEE & 5y HE X 7= New York/Japan
clone % vy 7=, ZOfhiZ, H. de Lencastre [#1:
655 X 7z pandemic MRSA FEHERE & FV 7=,
PCR T IZIE 2 % 7 7 vt — Z & i 72, AR
Bin T, BHEMEET & E O PCREHTIZEEERD
FH# T - 72 4. Multiplex PCR 7° 5 4 = — & i
P MRSA (NN1 ) @ DNA BRI
TGt L7z, &AL =794 ~—-413, &7 L
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<—nucl/nuc2, A F¥ V) Vi (mecA Bz 1)
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304 2D L, BRMET72°C1043& L.



Khokholovafli : 7 V7 & a L 7I2h 44 % A F ) VidtE# & 7 F 7 Bk Hungarian
clone @ multiplex PCR {2 & % Rk i 169

## £

Pandemic MRSA E#E#E 2D T 4558 PCR K&
THE L 7248, Hungarian clone @ A& A% nuc,
mecA, sea, seq, cna® 5 ODBIE TN TH
S 7z Bl A b A E &K E O F B MRSA (New
York/Japan clone) 1% nuc & mecA BI&T D AN
P54 T, sea, seq, cnaBIGIXBEMTH 72 Z
DFERIZHDWT nue, mecA, sea, seq, cna? 5
DOMIAT & B ICR M $ 5 72 O multiplex
PCR 75 4 v — % &&l L 7=. Z @ multiplex PCR
T4 v—ty PEHOZEBRERAR 2107
9. Hungarian clone (Bi&& 1 7 OoHiK) %
FRUEY A ZDERDINY FEL AT — 5,
1 M2 ECR TORTHE New York/Japan clone (&L HAO A HEM) 1
nuc & mecA BILFDADEE & - 7=,

cna (461 bp)
sea (373 bp)
nuc (279 bp) —
seq (210 bp)

mecA (141 bp)

X 2 Hungarian clone & New York/Japan clone @ multiplex
PCRIZ K& 2R
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PRI MRSA 1214, B - M35
9 b ARG S EMBRIT IO - VB ET B,
5T, W T 5 MRSA IZDW Ty v —
VA A EE T H B . Hungarian clone D5 #0,
Q77 - gy 7HIRTOMOLEE, @% Al
P, @ sea, seq, cna® 3 DOWEMEHEE T &4
DRITH 5. seald MRSA g 042 MM 1 C B 9
Lt~ —H —T9Y, cnaldiBE L 2K (&
Hlzas—7rrv) ~OEETHEREL, Mgk
B4 % 7. MRSA BEGURH ORI A LB 5 72
B2 MRSA & R L T BRI IEEIE T 4 U
T5IEARETH S, AR TIZZ DORREHIH
MEE T DM AL b1 12T % Hungarian clone
D A% B2 AT % multiplex PCR #: H5% % B
L 7.
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