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DT I EESLE NI LRBOPEL AR E, 1
{2 TDP43 iz 100 C KRl 77 A& v B g
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LCllE &z 99, Zh o RNA KA HEETIOR
EBHIT A%, WD TR ] e I D e %
MHTVB 78, AR TIHFEMRAIZTFDRT
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/o, W RNAKIOHAN#2 - F¥4 3=
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RNA & RA T A WIEDFIN & & 5 A 4l5E X
NTVB. AT YTy ML O 52D IR
LA #ATL, 0B LASI#TED RNA %651
NILTHBYT 5 &5 hEEHOHE, Zhodk
3 — F RNA % % $E 0N7etE RNA &5 A4 E
MOy—sx22—-L5Y, 2O RNAKAED
MOBFETRBIT T 7 5 LIZIRAEL B WA
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(i) CHRUNTZ

RNA $54 H 157 AGO2 - miR - 122 BiA (A, C
Mg 4 LA (HCV) D& 2L, 942
DEIZS JEBERGEIC AT A2 & T, HCV Y
1L ZDMIFERIZN S L, £7-% 1)L X RNA
2 AGO2-miR- 122 BiARD Y -2 A4 — &
LTl < 72 ik Hun B {n-1- Bl 7 a 5 41
YA 224 D, 20 AGO2 - miR - 122 A &
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(i) {Plithns £ (SMA)

SMA i, 1 FIAIZ L ARSEOMIN D FAE Y%
JET AME)= 2 —a D —DT, HiMZT
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gL k-7
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